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Figure S2. Maximum likelihood (ML) tree reconstructed from the COI sequences obtained in
this study. The tree is rooted with the COI sequence of Pomatias elegans. The numbers
indicated at the nodes correspond to bootstrap values greater than 70. At the end of each sample
name, an abbreviation indicates the site of origin: LB: Limeil-Brévannes; LR: La Rochelle;
BISC: Biscarrosse; PB: Parentis-en-Born; SMJ: Saint-Médard-en-Jalles; GAV: Gavres; CLG:
Cléguer; CONC: Concarneau; SIZ: Sizun; LP: Lampaul-Plouarzel. MOTU numbers refer to the
Automatic Barcode Gap Discovery (ABGD) analysis.



